Key indicators: single-crystal X-ray study; T = 120 K; mean (C-C) = 0.002 Å; R factor = 0.038; wR factor = 0.101; data-to-parameter ratio = 14.2.
The title compound {systematic name: N-cyclohexylcarbamoyl-4-[2-(7-methoxy-4,4-dimethyl-1,3-dioxo-1,2,3,4-tetrahydroisoquinolin-2-yl)ethyl]benzenesulfonamide}, C 27 H 33 N 3 -O 6 S, displays an intramolecular N-HÁ Á ÁO S interaction, as well as intermolecular N-HÁ Á ÁO C hydrogen bonds. The latter interactions lead to the formation of hydrogen-bonded chains parallel to the c axis. The conformation of the sulfonylurea fragment is in agreement with a recent theoretical study [Kasetti et al. (2010) . J. Phys. Chem. B, 114, 11603-11610] .
Related literature
For theoretical studies of the molecular structure, see Lins et al. (1996) ; Kasetti et al. (2010) . For thermomicroscopy, see Kuhnert-Brandstä tter et al. (1982) . For related crystal structures, see: Kobelt & Paulus (1972) ; Iwata et al. (1997) ; Grell et al. (1998) ; Endo et al. (2003) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Comment
Gliquidone is an anti-diabetic drug in the sulfonylurea class. It is used in the treatment of diabetes mellitus type 2. The conformation of the sulfonyl urea fragment is in agreement with the SLU-1 geometry discussed in a recent theoretical study [Kasetti et al. (2010) ]. The same conformation was previously found in polymorph I of glimepiride (Iwata et al., 1997) .
In the sulfonyl urea part, the molecule displays an intramolecular N-H···O=S bond. The second NH group is N-H···O=C bonded to the imide part of a neighbouring molecule. As a result of this interaction, H-bonded chains are formed, which possess glide symmetry and propagate parallel to the c-axis.
Experimental
The investigated sample of gliquidone was obtained from Boehriger Ingelheim.
Refinement
All H atoms were identified in a difference map. Methyl H atoms were idealized and included as rigid groups allowed to rotate but not tip (C-H = 0.98 Å). H atoms in CH 2 (C-H = 0.99 Å) or CH (C-H = 1.00 Å) groups and H atoms bonded to aromatic carbon atoms (C-H = 0.95 Å) were positioned geometrically. Hydrogen atoms attached to N were refined with restrained distances [N-H = 0.88 (2) Å]. U ĩso parameters for all H atoms were refined freely.
Figures Fig. 1 . The molecular structure with displacement ellipsoids drawn at the 50% probability level. Hydrogen atoms are shown as spheres of arbitrary size. -cyclohexylcarbamoyl-4-[2-(7-methoxy-4,4-dimethyl-1,3-dioxo-1,2,3,4-tetrahydroisoquinolin-2-yl) 
